Section Subgenus

MT261155 Erythronium japonicum

100/1.0 outgroup

OL351568 Amana edulis
ONO041137 Tulipa gesneriana | Tulipa

100/1.0

OR456441 Tulipa alberti
—@1.0 Vinistriatae
e =pP338772 Tulipa greigii

i PP933987 Tulipa behmiana

o IMT316023 Tulipa iliensis
_IMW077741 Tulipa altaica
MWO77738 Tulipa thianschanica
OR456442 Tulipa kolpakowskiana
I i;;% 1001 Tulipa brachystemon Kolpakowskianae
PP933988 Tulipa ostrowskiana
—PP061002 Tulipa lemmersii
- PP061003 Tulipa zenaidae

———PP933989 Tulipa tetraphylla

Tulipa

100/1.0 96/1.0

100/1.0

100/1.0

91/1.0

00/1.0 Sylvestres

MT327740 Tulipa patens Eriostemon
———MT316022 Tulipa buhseana | Biflores

OL350837 Tulipa sinkiangensis | Orithyia | Orithyia

10010 _EMT26 1172 Tulipa sylvestris

100/1.0

6.0E-4

Phylogenetic tree reconstructed using sequences of 80 protein-coding genes from 17 Tulipa species and two outgroup species, employing
Maximum Likelihood (ML) and Bayesian Inference (BI) methods. The numbers at the branch nodes represent ML bootstrap/BI posterior
probability values. The species analyzed in this study are highlighted in blue.



